[Identification, cloning and sequencing of GST gene of bacterium degrading poly-aromatic hydrocarbons].
A bacterium (designated strain ZX4) able to degrade poly aromatic hydrocarbons was isolated from oil-contaminated soil. Based on analysis of the 16S rDNA sequence, whole cell fatty acid, and Biolog-GN, the strain was identified as Sphingomonas paucimobilis. The detection of GST (Glutathione S-transferase) indicated that the GST from the strain had the activity of conjugating with CDNB and it maybe relate with degradation of PAHs. The PCR product of GST gene from the strain confirmed its presence. Phylogeny analysis based on gst sequence indicated that the strain was relatively close with the strain which can degrade PAH likewise.